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Do you know a multiplex LC-MS/MS MRM method can interestingly 
replace 20 ELISA methods at the development cost of 1 ELISA 
method?  
These three publications show how these methods are used in 
cancer (1), neurological (2) and cardiovascular diseases (3) in diverse 
kind samples like plasma, urine or CSF. These new approaches 
allow you to target a lot of biomarkers to be sure to get the best.  
 
 
(1) Reproducible quantification of cancer-associated proteins in body 
fluids using targeted proteomics. Hüttenhaim R and all. 2012 
http://www.ncbi.nlm.nih.gov/pubmed/22786679 
 
(2) Targeted human cerebrospinal fluid proteomics for the validation of 
multiple Alzheimer's disease biomarker candidates. Choi YS and all. 
2013 http://www.ncbi.nlm.nih.gov/pubmed/2373527 
 
(3) Quantification of cardiovascular biomarkers in patient plasma by 
targeted mass spectrometry and stable isotope dilution. Kershishian H 
and all 2009  http://www.ncbi.nlm.nih.gov/pubmed/19596694 
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